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<400> 1 

aggagagcat accacctgga gcaag atg gat gtg ggg age aaa gag gtc ctg 

Met Asp Val Gly Ser Lys Glu Val Leu 
1 5 
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atg gag age cog ccg gac tac tec gca get cee egg ggc cga ttt ggc 
Met Glu Ser Pro Pro Asp Tyr Ser Ala Ala Pro Arg Gly Arg Phe Gly 
10 15 20 25 
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att ccc tgc tgc cca gtg cac ctg aaa cgc ctt ctt ate gtg gtg gtg 
lie Pro Cys Cys Pro Val His Leu Lys Arg Leu Leu lie Val Val Val 
30 35 40 
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gtg gtg gtc etc ate gtc gtg gtg att gtg gga gee ctg etc atg ggt 
Val Val Val Leu lie Val Val Val He Val Gly Ala Leu Leu Met Gly 
45 50 55 
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etc cac atg age cag aaa cac acg gag atg gtt ctg gag atg age att 
Leu His Met Ser Gin Lys His Thr Glu Met Val Leu Glu Met Ser He 
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Leu Asn Arg Lys Val His Asn Phe 

140 

Lys Pro Ala Val Pro Thr Ser Lys 
155 160 
Ala Gly Ser Ala Pro Ser Gly Gly 
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Val Asn Thr Leu Cys Gly Glu Val 
185 190 




'"4 




3 



